Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.007 Å; R factor = 0.050; wR factor = 0.122; data-to-parameter ratio = 21.3.
Related literature
For copper clusters with dithiocarbamate ligands, see: Cardell et al. (2006) ; Okubo, Kuwamoto et al. (2011) ; Liao et al. (2012) . For coordination polymers with dithiocarbamate ligands, see: Golding et al. (1974) ; Hendrickson et al. (1975) ; Okubo et al. (2010) ; Okubo, Tanaka et al. (2011) . For pmononuclear copper complexes with dithiocarbamate ligands, see: Jian et al. (1999) ; Ngo et al. (2003) .
Experimental
Crystal data [Cu 9 Br 5 (C 7 H 12 NS 2 ) 5 ] M r = 1842.93 Monoclinic, P2 1 =c a = 12.5728 (6) Å b = 19.5997 (7) Å c = 22.9708 (8) Å = 107.0411 (12) V = 5412.0 (4) Å 3 Z = 4 Mo K radiation = 7.59 mm À1 T = 296 K 0.90 Â 0.60 Â 0.10 mm
Data collection
Rigaku R-AXIS RAPID diffractometer Absorption correction: multi-scan (ABSCOR; Rigaku, 1995) T min = 0.241, T max = 0.468 50620 measured reflections 12284 independent reflections 10468 reflections with I > 2(I) R int = 0.078 Refinement R[F 2 > 2(F 2 )] = 0.050 wR(F 2 ) = 0.122 S = 1.03 12284 reflections 577 parameters H-atom parameters constrained Á max = 2.35 e Å À3 Á min = À1.54 e Å À3 Table 1 Selected bond lengths (Å ). Data collection: RAPID-AUTO (Rigaku, 2006) ; cell refinement: RAPID-AUTO; data reduction: RAPID-AUTO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to metal-organic compounds
Figure 2
Structure of nonanuclear copper cluster; Cu, red; Br, orange; C, white; S, yellow; N, blue. Hydrogen atoms are omitted for clearly, and incorporated Br1 ion is represented with a space-filling sphere.
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Figure 3
Packing diagram of nonanuclear copper cluster viewed along the a axis. Hydrogen atoms are omitted for clarity. 
Tris(µ 4 -azepane-1-carbodithioato)bis(µ 3 -azepane-1-carbodithioato)-µ 9 -bromido-tetra-µ 2 -bromidooctacopper(I)copper(II)

Data collection
Rigaku R-AXIS RAPID diffractometer Detector resolution: 10.000 pixels mm -1 ω scans Absorption correction: multi-scan (ABSCOR; Rigaku, 1995) T min = 0.241, T max = 0.468 50620 measured reflections 12284 independent reflections 10468 reflections with F 2 > 2.0σ(F 2 ) R int = 0.078 where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max = 0.001 Δρ max = 2.35 e Å −3 Δρ min = −1.54 e Å −3
Special details
Geometry. ENTER SPECIAL DETAILS OF THE MOLECULAR GEOMETRY Refinement. Refinement was performed using all reflections. The weighted R-factor (wR) and goodness of fit (S) are based on F 2 . R-factor (gt) are based on F. The threshold expression of F 2 > 2.0 σ(F 2 ) is used only for calculating R-factor (gt).
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 
